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	Reason for change:
	According to ASN.1 definition of MultiBandInfo-NB-r13:

MultiBandInfo-NB-r13 ::=		SEQUENCE {
	freqBandIndicator-r13			FreqBandIndicator-NB-r13		OPTIONAL,	-- Need OR
	freqBandInfo-r13				NS-PmaxList-NB-r13				OPTIONAL	-- Need OR
}

In function, f_NBIOT_InitBandFrequency_MFBI, freqBandIndicator_r13 is initialized but not freqBandInfo_r13 this can provoke runtime issues when later at f_NBIOT_CellInfo_SetSIB1 -> f_NBIOT_CellInfo_Set operation valueof is called.
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0. [bookmark: _Toc65065856]Correction to function f_NBIOT_InitBandFrequency_MFBI
	Function name
	f_NBIOT_InitBandFrequency_MFBI

	Reason for change
	In function, f_NBIOT_InitBandFrequency_MFBI, freqBandIndicator_r13 is initialized but not freqBandInfo_r13 this can provoke runtime issues when later at f_NBIOT_CellInfo_SetSIB1 -> f_NBIOT_CellInfo_Set operation valueof is called.

	Summary of change
	Initialited freqBandInfo_r13 field.

	TTCN module
	NBIOT/22_2/NBIOT_Idle_CellReselection.ttcn3

	MCC160 Comment
	




Before Change:
	<<SKIPPED CODE>>
  function f_NBIOT_InitBandFrequency_MFBI(NBIOT_CellId_Type p_CellId,
                                          integer  p_Band,
                                          integer  p_OverlapingBand,
                                          NB_OperationMode_Type p_NB_OperationMode) runs on NBIOT_PTC
  {
    var NBIOT_Frequency_fList_Type v_Freq;
    var SystemInformationBlockType1_NB v_SIB1;
    
    // Initialise Frequencies f1/f2/f3
    v_Freq := f_NBIOT_InitFrequency_f1Tof3_MFBI(p_Band, p_OverlapingBand, p_NB_OperationMode);
    
    // Initialised Frequency per cell. See 36.508 Table 8.1.4.2-1
    // Cell 1/2/4/11 -> Frequency f1
    // Cell 3/12 -> Frequency f2
    // Cell 6/13 -> Frequency f3
    // Cell 14 -> Frequency f4
    select (p_CellId) {
      case (nbiot_Cell1,
            nbiot_Cell2,
            nbiot_Cell4,
            nbiot_Cell5,
            nbiot_Cell11,
            nbiot_Cell18) {
        f_NBIOT_CellInfo_SetEARFCN(p_CellId, v_Freq.f1);
      }
      case (nbiot_Cell3,
            nbiot_Cell12,
            nbiot_Cell23) {
        f_NBIOT_CellInfo_SetEARFCN(p_CellId, v_Freq.f2);
      }
      case (nbiot_Cell6,
            nbiot_Cell13) {
        f_NBIOT_CellInfo_SetEARFCN(p_CellId, v_Freq.f3);
      }
      case else {
        FatalError(__FILE__, __LINE__, "invalid cell Identity");
      }
    }
    //Set the frequency band
    f_NBIOT_CellInfo_SetBand(p_CellId, p_Band);
    //Set MFBI band
    v_SIB1 := f_NBIOT_CellInfo_GetSIB1(p_CellId);
    v_SIB1.multiBandInfoList_r13[0].freqBandIndicator_r13 := p_OverlapingBand;
    f_NBIOT_CellInfo_SetSIB1( p_CellId, v_SIB1 );

  }
<<SKIPPED CODE>>

	




After Change:
	<<SKIPPED CODE>>
  function f_NBIOT_InitBandFrequency_MFBI(NBIOT_CellId_Type p_CellId,
                                          integer  p_Band,
                                          integer  p_OverlapingBand,
                                          NB_OperationMode_Type p_NB_OperationMode) runs on NBIOT_PTC
  {
    var NBIOT_Frequency_fList_Type v_Freq;
    var SystemInformationBlockType1_NB v_SIB1;
    
    // Initialise Frequencies f1/f2/f3
    v_Freq := f_NBIOT_InitFrequency_f1Tof3_MFBI(p_Band, p_OverlapingBand, p_NB_OperationMode);
    
    // Initialised Frequency per cell. See 36.508 Table 8.1.4.2-1
    // Cell 1/2/4/11 -> Frequency f1
    // Cell 3/12 -> Frequency f2
    // Cell 6/13 -> Frequency f3
    // Cell 14 -> Frequency f4
    select (p_CellId) {
      case (nbiot_Cell1,
            nbiot_Cell2,
            nbiot_Cell4,
            nbiot_Cell5,
            nbiot_Cell11,
            nbiot_Cell18) {
        f_NBIOT_CellInfo_SetEARFCN(p_CellId, v_Freq.f1);
      }
      case (nbiot_Cell3,
            nbiot_Cell12,
            nbiot_Cell23) {
        f_NBIOT_CellInfo_SetEARFCN(p_CellId, v_Freq.f2);
      }
      case (nbiot_Cell6,
            nbiot_Cell13) {
        f_NBIOT_CellInfo_SetEARFCN(p_CellId, v_Freq.f3);
      }
      case else {
        FatalError(__FILE__, __LINE__, "invalid cell Identity");
      }
    }
    //Set the frequency band
    f_NBIOT_CellInfo_SetBand(p_CellId, p_Band);
    //Set MFBI band
    v_SIB1 := f_NBIOT_CellInfo_GetSIB1(p_CellId);
    v_SIB1.multiBandInfoList_r13[0].freqBandIndicator_r13 := p_OverlapingBand;
    v_SIB1.multiBandInfoList_r13[0].freqBandInfo_r13 := omit;
    f_NBIOT_CellInfo_SetSIB1( p_CellId, v_SIB1 );

  }
<<SKIPPED CODE>>



