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Introduction 
Conclusion
· Discuss offline and agree by Thur what additional evaluations, and under what assumptions/scenarios, are needed in order to understand the gains of codebook subset restriction for Advanced CSI and Hybrid CSI sufficiently to take a decision at RAN1#90bis.
· R1-1714649 – Sebastian (Ericsson)
· Agree at RAN1#90bis whether or not to accept codebook subset restriction for Advanced CSI and Hybrid CSI under TEI-15. 
Simulation assumptions
Based on offline discussion, the following assumptions may be used when evaluating benefit of CBSR:
	Parameter
	Value

	Scenario
	UMi and UMa (200m ISD)

	Antenna setup and port layouts
	1. (M,N,P)=(8,1,2) antenna elements: (N1,N2) = (2,1), (4,1), (8,1), with 4x1, 2x1 and 1x1 virtualization respectively
1. (M,N,P)=(8,2,2) antenna elements: (N1,N2) = (4,2), (8,2) with 2x1 and 1x1 virtualization respectively 
1. (M,N,P)=(8,4,2) antenna elements: (N1,N2) = (2,4), (4,4) with 4x1 and 2x1 virtualization respectively
1. (M,N,P)=(16,1,2) antenna elements: (N1,N2) = (8,1), (16,1) with 2x1 and 1x1 virtualization respectively
1st dimension corresponds to vertical dimension

	Schemes
	Baseline: No CBSR
Scheme 1: Beam-based CBSR where beams around are removed. For instance  and,…,} are removed, i.e. beams are removed from the 1st dim

Scheme2：Beam-based CBSR where beams around 900 are power restricted. For instance,   } are not allowed in W1;   For   } , the relative power larger than  is not allowed; For   } , the relative power larger than  is not allowed;


	Cell association
	Opt. 1: Align radiation pattern of cell association signal(s) with radiation pattern of the restricted codebook when applying CBSR, for instance by performing cell selection based on each precoder in the codebook.

Opt 2: Cell association pattern is approximated by one-TXRU pattern
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